Conf : 1033330003085 800203200000003a000000aa0aat

Pred: —g > I —
Pr ed:  COCHHHHHHHHHHHHHHEECCCOCCOCCOCCCHHHHHHCC
AA: M_PGLALLLLAAWARAL EVPTDGNAGLLAEPQ AMFCGR
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Conf : Jmzanmn=30033320000322330030000000000000at

Pr ed: _:> $ < ) )_
Pred: CCEEEECCCCEECCCCCCCCCCCCCHHHHHHHHHHHCCCC
AA:  LNVHWNVONGKWDSDPSGTKTCI DTKEG LQYCQEVYPEH

50 60 70 80

Conf : Ja=2133320002000002000aaz0000a0000a0000t
Pred: —D—— D >

Pred: CCHHHHHCCCCCCHHHHHCCCCCCCCCCCEEEEEEEECCC
AA: Q TNVWEANQPVTI QNWCKRGRKQCKTHPHFVI PYRCLVG
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Conf : Jaa2120000000352033003330 0050000000000t
Pred: > D 3 —

Pred: CEECCEEECCCCCCCCCCCCHHCCCCCHHHHHHHHHHHCC
AA:  EFVSDALLVPDKCKFLHQERNVDVCETHLHWHTVAKETCSE
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Conf : 11030032 5205802a220030000000030000003axt
Pr ed: _:m —N E

Pred: CCCEEEEHHCCCCCCCCCCCCEEEEECCCCCCCCCCCCHH
AA: KSTNLHDYGWMLLPCA DKFRGVEFVCCPLAEESDNVDSAD
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Conf : Jaa000032230000n332300]0a=s0330a00aaaaaat
Pred: P y—)

Pr ed:  HCOOCCOOCCOOCCHHHHCCCOOCHHHHHHHHHHHHHHHH
AA: AEEDDSDVVYAGGADT DYADGSEDKXOOOGOOONRNNXK
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Conf : Ja033ma222300000000000110000059aaaaaaaaaxt

Pred: —
- —>

Pr ed:  HHHHHHHHCCOCOCCOCCCOCOCCCCCCEEECCCCOCOCC
AAL XOOOXXXXGDEVEEEAEEPYEEATERTTSI ATTTTTT
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Conf : 113mna33133020033300003330300000000a334t
Pred: —Jm—mD > ——

Pred: CCHHHOCCHHHCCCCCCCCCCCCEEEEEEECCCCEEEEEE
AA: ESVEEVVREVCSEQAETGPCRAM SRWYFDVTEGKCAPFF
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Pred: EECOCOCCCCCCCHHHHHHHHHHOCCOCOCOCOCCOCOCC
AA: YGGCGGNRNNFDTEEYCMAVCOGSAVBQSL LKTTQEPLARD
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Pred: CCCEEECCOCCCOCOCCCCOCOCOCCCHHHHHHHHHHHHH
AA: PVKLPTTAASTPDAVDKYL ETPGDENEHAHFQKAKERL EA
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Conf : 130zna23300]3005:30033350a0000000033300¢
Pred: II— D —

Pr ed:  HHHHHOCCOCCHHHHHHHHHHOCCHHHHHHHHHHHHHHHH
AA: KHRERVBQVVREVEEAERQAKNL PKADKKAVI QHFQEKVE
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Pr ed:  HHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHH
AA: SLEQEAANERQQLVETHVARVEAM.NDRRRLALENYI TAL
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Pred: B ]

Pr ed:  HCOCCCHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHCCCH
AA: QAVPPRPRHVFNM. KKYVRAEQKDRQHTL KHFEHVRMVDP
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Conf : 110033223003033333000330033000a-000033300¢
Pred:

Pr ed:  HHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHH
AA: KKAAQ RSQUMTHLRVI YERMNQSL SLLYNVPAVAEEI QD
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Conf : 111000113023000005355030000303000330003a00t

Pred: mmmmm —>
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Pr ed:  HHHHHHHHHCOCOCCEEECOCOCCCCCCOCOOCCCOCOCE
AA: EVDELLQKEQNYSDDVLANM SEPRI SYGNDALMPSLTET
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Conf : 1100amad1100000a0000000300003a0d0a000aaaxt
Pr ed:

Pred: CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

AA:  KTTVELLPVNGEFSL DDL QPVWHSFGADSVPANTENEVEPV
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Conf : 110000030035:0000000000aa5822a09aaaaaa0000
Pr ed:

> —

Preed: COCOCCCCCCOCOCCCCCCOCOCHHHHHEEEEEEEECOCC

AA: DARPAADRGLTTRPGSGLTNI KTEEI SEVKMDAEFRHDSG
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Conf : 110230322330003000000052223201000000333aaf

Pred: > —
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Pred: CCCCCCEECCCCCCCCCCCCCCCCCCCCCEEEEEEEEEEC

AA:  YEVHHOKLVFFAEDVGSNKGAI | GLMVGGWVI ATVI VI TL
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Conf : 122300001 052222230300300:0300030000a00a0t
Pr ed: :'\V £ )_QI

Pred: CCCCCCCCCHHCCCEEEECCCCCCHHHHHHHHHHCCCCCH
AA: VMLKKKQYTSI HHGVVEVDAAVTPEERHL SKMQONGYENP
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Conf : 13001000aat

Pred:  IENNNND—
Pred: HHHHHHHHCC
AA: TYKFFEQUN
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Legend:
D = helix Conf : ]:J]]][ = confidence of prediction
- +
‘:> = strand Pred: predicted secondary structure
= coil AA: target sequence




